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hgu133plus2barcodevecs

hgu133plus2 data for barcode

Description

Data used by the barcode package for microarrays of type hgu133plus2.
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2 hgu133plus2barcodevecs

Usage

data(bcparams-GPL570)

Format

A matrix of parameters estimates used in the barcode function for Affymetrix hgu133plus2 microar-
ray data.
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