
Package: EpiMix.data (via r-universe)
October 10, 2026

Title Data for the EpiMix package

Version 1.15.0

Description Supporting data for the EpiMix R package. It include: -
HM450_lncRNA_probes.rda - HM450_miRNA_probes.rda -
EPIC_lncRNA_probes.rda - EPIC_miRNA_probes.rda -
EpigenomeMap.rda - LUAD.sample.annotation - TCGA_BatchData -
MET.data - mRNA.data - microRNA.data - lncRNA.data -
Sample_EpiMixResults_lncRNA - Sample_EpiMixResults_miRNA -
Sample_EpiMixResults_Regular - Sample_EpiMixResults_Enhancer -
lncRNA expression data of tumors from TCGA that are stored in
the ExperimentHub.

License GPL-3

Encoding UTF-8

Depends R (>= 4.2.0), ExperimentHub (>= 0.99.6)

Suggests rmarkdown, knitr

biocViews ExperimentData, ExperimentHub, Genome, RNASeqData,
ExpressionData

NeedsCompilation no

RoxygenNote 7.2.3

VignetteBuilder knitr

BugReports https://github.com/gevaertlab/EpiMix/issues

Config/pak/sysreqs libicu-dev libpng-dev libssl-dev zlib1g-dev

Repository https://bioc.r-universe.dev

Date/Publication 2026-04-28 12:36:13 UTC

RemoteUrl https://github.com/bioc/EpiMix.data

RemoteRef HEAD

RemoteSha 3c653e62fe0756c2052f19eea20fd83e45529f74
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