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Description

Run CompensAID to assess the potential presence of reference errors within the FCS file. The
outcome is a list which contains an SSI matrix. The matrix quickly visualizes the marker combi-
nations for each marker combinations. Additional information regarding the number of events per
segments, which segments were merged, and the corresponding SSI values can be found in the Info
dataframe.

Usage

CompensAID(ff, segment.value = 4, events.value = 50)

Arguments

ff (FlowFrame): FlowFrame containing the expression matrix, channel names, and
marker names.

segment.value (numerical): Numerical value of the number of segments in the primary positive
population.

events.value  (numerical): Numerical value of the minimum number of events per popula-
tion/segment.
Value

(list) Returns a list containing the full SSI output and SSI matrix

Examples

# Import FCS file
file <- flowCore::read.FCS(system.file("extdata”, "68983.fcs"”, package = "CompensAID"))

# Run CompensAID tool
compensAID.res <- CompensAID(ff = file)
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PlotDotSSI Plot dot plot of Secondary Stain Index scores

Description
This function plots the marker combinations of interest. Additionally, the gating, segmentation, and
SSI values can be visualized by setting showScore to TRUE.

Usage

PlotDotSSI(output, og, primary, secondary, showScores = TRUE)

Arguments
output (matrix): Matrix containing the SSI output from the CompensAID tool.
og (flowFrame): FlowFrame containing the expression matrix, channel names, and
marker names.
primary (character): Primary marker (x-axis)
secondary (character): Seconday marker (y-axis)
showScores (boolean): Boolean variable determining if scores and gating should be visual-
ized.
Value

(ggplot2) Returns figure containing a dot plot of the CompensAID output.

See Also

CompensAID

Examples

# Import FCS file
file <- flowCore::read.FCS(system.file("extdata”, "68983.fcs", package = "CompensAID"))

# Run compensAID tool
compensAID.res <- CompensAID(ff = file)

# Marker names
primary.marker <- "CD19"
secondary.marker <- "CD3"

# Plot matrix

figure <- PlotDotSSI(output = compensAID.res,
og = file,
primary = primary.marker,
secondary = secondary.marker,
showScores = TRUE)
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plot(figure)

PlotMatrix Plot Secondary Stain Index matrix

Description

This function plot the SSI matrix, quickly allowing the identification of potential reference errors if
a SSI < -1 is obtained.

Usage

PlotMatrix(output)
Arguments

output (matrix): Matrix containing the SSI output.
Value

(ggplot2) Returns figure containing a matrix of the total compensAID output.

See Also

CompensAID

Examples

# Import FCS file
file <- flowCore::read.FCS(system.file("extdata”, "68983.fcs"”, package = "CompensAID"))

# Run compensAID tool
compensAID.res <- CompensAID(ff = file)

# Plot matrix
figure <- PlotMatrix(output = compensAID.res)
plot(figure)
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